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[ Abstract] Objective To clone and identify a new gene MHBs-binding pro-
tein 1({ MBP1 ) and construct its recombinant eukaryotic expression vector to explore its
function and structure by bioinformatic analysis. Methods MBP1 gene was amplified
by reverse transcription-polymerase chain reaction ( RT-PCR) technique using HepG2
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cDNA as template and was inserted into vector pGEM-T by TA cloning. Bioinformatic
analysis was used to explore its possible physical and chemical characteristics, struc-
ture, function and chromosome location. Results MBP1 gene was successfully ampli-
fied by RT-PCR and it consists of 201 nucleotides which code for a protein of 66 amino
acid. After searching in GenBank, we found the new gene had no significant homology
with the known genes. The DNA fragment has been inserted into pGEM-T vector by
TA cloning. Bioinformatic analysis showed that the new gene was located at chromo-
some 12 which code for protein with molecular weight 16645. 7 and theoretical pl as
5.33, and its estimated half-life was about 4. 4 hours ( mammalian reticulocytes in
vitro ). The protein was unstable with its aliphatic index very high and secondary struc-
ture predicted it had two helix regions and one B folding region, motif searching
showed that it may have two protein kinase C ( PKC) phosphorylation sites and two ca-
sein kinase Il phosphorylation site and two N-myristoylation sites. The new protein
was predicted to be globular but not as compact as a domain and it may have signal
peptide and two transmembrane regions. Conclusions MBP1 gene had been recog-
nized and successfully cloned which brought some new clues for studying the biological
functions of this new gene and its pathogenesis during HBV inducing liver damage.
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HepG2 40/ 5 RNA LA % %74 cDNA SHitR#H4T PCR 38, 8454 an
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B DAt B 953k MU, 55 pGEM-T #fk# 82, 1k DHS o RZSHWE EREATH
FEK) LB/X-gal/IPTG $55# 1k |,37°C 357 12 ~ 16 h 5GP B H A% WHE R
B BORL R4 T BRI PR B U] 40 B I £ K R H S RE IR T I

4. FHEHEEYRE B2V ¥ i%EZEEF55 NCBI i#47 BLASTn HL X /5
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AT 5% L FH B X438 R 4 i %8 A\ FF4E s cDNASCFE /5 MHBs #4556 I
MREAERE. 2B EMHEFE S GenBank 1M E M TIGEEE FF3)
ToHA B FRE . SH FHHER S E T BOESEZE IR A 2K 4
ERHE, %P EEFRF 5 E ZE GenBank 5%, 455 DQ307498, I fir &4
4 HBV FEHEHURFHEH(MEBs) 54 FH 1(MBPL) . RFZFH 5149, B
NJFE 4148 cDNA R £ PCR ¥ ¥ FHEE T =Y L0 F 2568 IHEN
SR, RARMVUMAER T MBP1 EE LK HETF5 .

MBP1 FH R —FhDh 8RR E X Tz FH 450 5 ThRE M BF 5T B B i
k7 H > MBP1 2B FFHUEASHE K 201 bp, 45A% 66 N EEBRREL K B M P45 R
5 NCBI #47 BLASTn HeXH4r &3 MBP1 EFE AT AL 12 B 484K, ProtParam
S HEATFEHR 16645. 7, B pl ok 5.33, %M N 4. 4 h(fRSMERLAERR 41
M), KF 20 h( BERR{APR)O K 10 h(R2H RE R KRB EHEA) A RERECH
59.97, B FAREEH, BiKBEBE 19.90, BE¥3EKMER 0.713, 78 22 ~ 24
aa,36 ~46 aa,50 ~64 aa XIFHFAZEREAFRBAIBKIE &8 2 MERXE 1
B IrEX. 2 MEEMNEAEKE C B5ER1LA 5 (5/TGSE #119/SALD) .2 NN E
B35 T 584k A7 A5 (5/TGSE F1 19/SALD) 1 2 4~ N-G 235 B4k A7 &5 (43/GLAG-
GA #150/GQGSSF) , . & 36 C BEMRIL AL S 54 FHSMI WA X BB A
ol 1 BEPR AL A7 A5 5 40 B U3 T 0 40 e R B i I A 26 N-T RE Bk AL A7 45 7T g
S5EAEMT HEMNRSRAIMNES X . SignalP-{5 5 BT T B %
BHBSIREERN 0.971, 2 BAMZERO0. 015, BREH I HOFEFHA R E
JEMEE( P33 ~56 aa, BERRJT I N 4h: 0 /AR M AN D - ABFFYSE
Rt — R F R E ST BB B 2, R R Y MBP1 EH M A Y%
Thfe X HBV MBCRALE 88 T # 7 Il -
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