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[ Abstract] Objective To investigate the detection, isolation and treatment of a case with fever
of unknown origin (FUO) caused by Klebsiella michiganensis and Candida Albicans infection by
metagenomics and culturomics techniques. Methods The diagnosis and treatment process of a FUO
patient with Klebsiella michiganensis and Candida Albicans infection admitted by Jinan Center for Disease
Control and Prevention and Qilu Hospital of Shandong University on July 1st, 2019 was analyzed, and
related literatures were reviewed. Results The patient had a FUO after the operation of aortic continuous,
but the effect was not well after antifungal treatment. Metagenomics sequencing and culturomics
techniques showed that the patient was infected with Klebsiella michiganensis and Candida Albicans. After
timely administration of sulperazon and caspofungin for anti-infection, the fever symptoms disappeared
and laboratory indexes of the patient restored. Conclusions Klebsiella michiganensis infection is relatively
rare and easy to be misdiagnosed, metagenomics sequencing and culturomics techniques can be used to
identify infection caused by Klebsiella michiganensis as soon as possible, and to carry out effective anti-
infection treatment.
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