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[ Abstract)
(LHBs) and homo sapiens syntaxin 6 protein ( STX6), which brought some new clues for studying on the

Objective To confirm the intra-cellular interaction between HBV large surface protein
molecular biology mechanism of glucose and lipid. Methods Eukaryotic expression vector pACT-STX6 and
confirmed the interaction between LLHBs and homo sapiens syntaxin protein through mammalian two-hybrid
Results
two-hybrid experiment showed that there were significant differences in the relative luciferase activity value
LHBs might

experiment. The research constructed eukaryotic expression vector pACT-STX6. Mammalian

between experimental group and each negative control group were( P < 0.05). Conclusions
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be interacted with homo sapiens syntaxin 6 protein in cells.
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5Pk 30 s,58°C 1B k45 s, 72°C FEAF 2 min (35 4
) ;72°C 4R 8 min, 4°C -1, RH 1% Bifig M vt
JBE H, ik S P T BG P , R H Y DNA B R [R1 0
alifk.

2. SRR IR 5 A R D B R SR
F Bt 5 pGEM-Teasy #5147 452, 16°C {8l /K 4 % %
16 h, %4k E. coli DHS o 852 540 i (7K 30 min,
A2°CARKE T 90 s, PKIE 2 min, 37°C H R £ FE 180
rpm, ¥ 45 min) , 55 F LB/ Amp [E &ML,
BHT3TCHBHEMME 16 h, PREGFHFE LA
F AL 1Y) 5 T A TR Vs M PR v PCR S , R BH A 7 %
HATA, ok /)N B O R & 2 HUAH T BTRL DNA, 47
Xho 1 il EcoR 1 XUHf ) % % , pGEM-Teasy-STX6 Jit
R A MER A wI

3. HAZRIA UKL pACT-STX6 #4445 5E Fl DNA
W B0 e 1IE A B9 pGEM-Teasy-STX6 ik 5 PACT
FRIR TR B2 EcoR T 1 Xho 1 XUEGY), H 1% Bt

VBRI FEL Uk I 4k In1 0 H 9 DNA B fi, 16°C fH

TIK IR FERE 16 h, 554k E. coli DHS o JE3Z 2540 1 ( vk
7% 30 min ,42°C /KA 90 s, 7K 2 min,37°CfH i
FEAA 180 rpm JEF 45 min) , ¥5)4 T LB/ Amp [H 1A
L, T 37T CHEIR MR AR E 16 ho PRl K
RO 6 11 PR 5 S DRI VR AU TRT 75 PCR S, %o P 2 TR 5 44
A, R /0N o i BRIt ) & B BB TR R DNA A7
Xho 1l EcoR 1 XY 4 5E , %558 IEH ) pACT-STX6

JERL A A MER A I

4. YR EEFE . A 10% JiG 4 1% 19 HyClone
DMEM ¥:35% ,37°C 5% CO, 5346 # 5% 3% Capan-2
Ap,2 d AT R, TR G BURLAT 1 K 4% 5 AL
(0.5~2) x 10° MEIAMAITEL, /0T 24 FLA1AR
Riger, Bk 3 N EL,

5. YL gL R ge oy 6 A (1) P X AR
24 . %% 5 ki pBIND-Id , pACT-myoD Fl pG5Luc %%
Yy (2) S804 - ¥4 5ok pBIND-LHBs . pACT-STX6 FI
pG5Luc FLAEYL; (3) BHPE X AR 4 1. %% ki pBIND |
pACT HI pG5Luc A g s (4) [IMEXS IRA 2. 45 Joikr
pBIND-LHBs .pACT 1 pGSLuc JL56e: (5) Bk xit
N8 3. %% ki pACT-STX6 . pBIND F pG5Luc 4%
Yes(6) 2SI ZH . F% YLt Bkl DNA ()& 24 0. 8
pe/flo

BEYE 4 hJF A 10% R 4 I f9 HyClone
DMEM 3552 4k 2L 5 5%, 5 0% 24 h J5 240 41 i, &
WA EAE . FH 1 x PBS {51 Capan-2 40l 2 1K,
HAFLIA 100 pl 1 x Passive lysis buffer, &5 7 Z24f# 15
min , 15252 58 B {6 20 70 0 S , K B fL v ) 4 i 2
ff R R A bR 5 () EP 4 b (B T UK 1), 4%C
12 000 rpm £5.0> 10 min, &FLEL 20 I 41 M 2L
APSHFLMR , %6 Firefly Luciferase#1 Renilla Luciferase
WA

=\ et eab B

B SEIREUEII VL & £ 5 TR, ZAFEARB R Z
B8] 1 FL A I 7 22 93 B, 224 R AS 348800 1 22 () 1)
B SNK-¢ K545, R FH SPSS 13. 0 Geit #4753
Br,BL P < 0.05 2 A G4 3,

# =X

— Capan-2 ZHMf1 5 RNA 158 5 5 B4 br

AN 435 6 BE AR I & 7R, Capan-2 41 g
RNA Vi 1896. 65 pwe/ml, Ay /Asy = 1.86,1% 3

SRS HL YK T L 28s . 18s Fll 5s =4 H Ay &4, W

E 1,

TR 6 FE YRS

¥ Capan-2 4 Jifg 5. RNA ] TaKaRa One Step
RNA PCR Kit( AMV ) i3 £ 38 5% 5% 3% F PCR A&
P STX6 (WEEH T H, F= W4T 1% 5 Ak e s L
Tk, S5 5T WL H ) 41, 29 768 bp (& 2) .

= . {9# pACT-STX6 4 Jiik:

pGEM-Teasy-STX6 H4 Sk H] Xho TF1 EcoR AL
FVIIS A5 2 HUH R /N2y 768 bp B EH B BL(# 3)
I3 ] Xho TR EcoR TWLEYI (1) pACT # {4k
W 554K E. coli DHS o JBAZ 2SN, HEBUTRE 5 BRI



SIS ARG YRGS (TR 2012 454 F 556 4 452 ] Chin J Exp Clin Infect Dis (Electronic Edition) ,April 2012, Vol 6, No.2 - 115 -

BEU) 45 RN , S 2R s M

B 1 Capan-2 4iifffd 5 RNA il
TE: 1% SIS MBI Lk AT UL 28 s 18 s 1 5 s =45 H i 417

<+— 768 bp

B 2 Syntaxin 6 3K PCR &
7 224 2000 bp DNA marker, 45 Syntaxin 6 F&[R F Bt

3 pGEM-Teasy-Syntaxin 6 5t ZH Jii ki X i)
1 : £2 4 500 bp DNA marker, 454 Syntaxin 6 K:[& F B

VU L SRR S S R A R

pBIND-LHBs #1 pACT-STX6 %% YLt 45 X} 9¢
JCER MG Y%L pBIND-LHBs Hl pACT 28 # R S 4%
YezH \pBIND =5 /R Fil pACT-STX6 JLA% Je 4 L Je
pBIND 78 A pACT 55 Y BF Th o 7 Hr 4l i
& W] S0 20 1 2% B X BR2H 22 [a) AH L 5 1 28 s 1
EEA B A e 22 5, HA G 7B (P <
0.01) (W 1), #& LHBs 5 STX6 714 id P A7 1£
—E R EARH, B A 55 0 B Bas e

R HFLSPCRA SR,
X % W

o "
415 (173 R (55 5)

S 3 0.0213 = 0.0018
[ X B2 1 3 0.0046 = 0.0003*
[T 1 X HR 2 2 3 0.0051 + 0.0008"
[P xF R 2 3 3 0.0063 = 0.0007°

e 5 L, P < 0.01

i

VTSR, 1% 2 S PR R HBV 18R R
RES AT HER 3, 3 5 — B8 T AP 2H 2L (0 5 10 AR
KB B AR IR AL B A A TR R
121 HBV Jg& gL bb 338 A B0 PR & 9% % /&, HBV
JERGY 55 2 UM PR FIE 7 S5 A 1 3 s | ke A 2
PIAR 605X 26 4 ] AR 5 B K HE BT (insulin
resistance , IR) A5G, A ASFCM S5 & IR =% 2 i)
CRHY, P IR LY DR
ZIIBT6 (CHB) o & — P AR S 5 , (EAH SE HL AR
AR

G filif 2K A (syntaxin ) 52 —Fh 2 il /N 5452
SR, LT ARZTTH BRI, 7R 28 R GE 5 /N 5 5 i
AR R B /Y . R EEIA |
ASBA—f) -3 A F bR, ATV NSF 25 2 1152 14
(SNARE ) £ 44738, 1 N-3i 2 45K % ( Habe ) . A&
PR By 1) 5 fth il 45 2K 14245 - STXTA STXIB, STX2,
STX3 ,STX4 STX5, STX6, STX7 ., STX8 , STX10 ., STX11 .
STX12 STX16 STX17 .STX18 A1 STX19, H.71 STX6 &4
TIFS2 5 SNAP23 \VAMP3 755y N RS ARl 5 7 T
SRR

L 30 400 X2 5 AR g o A B[] s o X 2
AR, F S AE TG L I 1 40 B 50 T A P BR
5, T TE S A0 M & T RF S AR 15 AR )R A AR
YRR P EAE T BB ST, ] R AU 3
B G 0 A T A AR R R 1, P L s an
JRIAL A5 2 Gt — A I S W M 2 4 J5 ) 1) AH A



- 116 - SIS A RG2S E () 2012 454 H 456 % %52 ] Chin J Exp Clin Infect Dis (Electronic Edition) ,April 2012, Vol 6, No.2

o P, WL 3l 9 XU 52 B AR SR BIE 5 0 7 3 1 5
Nfd EEAMEEHEZE T

ASHIFFE T4 R FH T RE U2 22 i 108 2 % 3 LHBs
55 STX6 FAAEAH HAE K &, ik — 2 i I 2L 3 )
XMERIAHAUESE T LHBs 55 STX6 75 21 i P4 i A1 L
VERL, R AT SE STX6 Y 4= 97 T g S HAE HBV
FH PR S 1) A R et A v ) 1 FH A AL A
BUE TS E Al SR A T B — 20 BT R B A7
], LHBs & STX6 A ELAEHIRIEE & L (4557
Loy A pIL o s o — 2B AT

2 £ X #

1 Bruss V, Vlelaf K. Functions of the internal Pre2S domaino flargsur
faceprotein in hepatitis B virus particle morphogenesis. Virology,
1995,69(11) :6652-6657.

2 LA, P, sk, . HBV RMEHUEKE A5 ABR
CDKSRAP3 25 [ (19 WA (A 5. 88 S ) R 2 24, 2011
34(6) :573-576.

30 EHK, &, E, & NAFRBEZOEA SRRES AL
SEAIRTT. AR A4k ,2002,10(9) :1018-1021.

4 RE, e WEINFSOR TR S 2 BB BOW 22 8] 5 2§ F
78 P R 4 ,2008,7(3) £ 188-191.

5 Wyatt J, Baker H, Prasad P, et al. Steatosis and fibrosis in patients
with chronic hepatitis C. J Clin Pathol ,2004,57 :402-406.

6 Koike K. Hepatitis C as a metabolic disease: implication for the

pathogenesis of NASH. Hepatol Res,2005,33(2) :145-150.

10

11

12

14

15

JUEH, skmn, skede, 55 WFLEh Y XS BORIAE HBY £
TR R TR (15 AJBEAR CDKSRAP3 2R (4 [a) AR B4R JH. ek 2
B4R ,2010,33(2) ;113-115.

s, WarAR. 2 RWHPRRRY L F AT T S Bl f s (R 2
WG IAFHIR. B2 ,2008,16(8 ) :449-452.

Bennett MK, Garcia-Arraras JE, Elferink LA, et al. The syntaxin
family of vesicular transport receptors. Cell,1993,74(5) :863-873.
Martin-Martin B, Nabokina SM, Blasi J, et al.
SNAP-23 and syntaxin 6 in human neutrophil exocytosis. Blood,
2000,96(7) :2574-2583.

Mallard F, Tang BL, Galli T, et al. Early/recycling endosomes-

Involvement of

to-TGN transport involves two SNARE complexes and a Rab6
isoform. J Cell Biol, 2002,156(4) :653-664.
WRRHe, XAk, BRzali, 4. HCBPL (41 07 J 5 HCV Bt
HEEEAN WA EAE . R O7 BE R R 2 ), 2007,27 (12)
1809-1812.
Wang X, Ching YP, Lam WH, et al. Identification of common
protein association region in neuronal Cdk5 activator. J Biol Chen,
2000,275(41) :31763-31769.
Ching YP, Qi Z, Wang JH, et al. Cloning of three novel neuronal
Cdk5 activator binding proteins. Gene,2000,242(1-2) :285-294.
Aqata Y, Matsuda E, Shimizu A. Two novel Kruppel-associated
box-containing zinc-finger proteins, KRAZ1 and KRAZ2, repress
transcription though function interaction with the corepressor KAP-1
(TIF1beta/KRIP-1). J Biol Chem,1999,274(23) :16412-16422.
(ki H $91:2011-05-10)

(AR5 i - PR AE)

KR, TRARAT, R AR, E. . HBV A @R R X EGHSARMBE A ZG 6 Z R A EZAEA[J/CD]. P4 28 Fo b R A S

s & b FIE,2012,6(2) :113-116.





